EIXBIBAT PR

~ NAR
L BRERHYDI

2024 % 2 T3 B 5 PR



SO

NULAC

1. /] &

NAR EIXBIBAT PR

BZRE SR IP.D



f NAR BERERHFb

2ENMPID

NULAC
_ ) _|_
| BGRB8 RIER 4
& pl P ¢ April 2024
% & KR STR markers®
v :‘4
A FH M B #0320 DIMid4s® DSMit309 DIIMit5 DI2Mit136 DI3Mit78 DI4Mitl4 DISMit226 DISMit184 DISMit64 DIOMitl9 DXMit210
C.B17/Icr- Prkdc®¢/CriNarl 3 $R2K %5 A409 F N/A® 0/10 0/10 N/A 0/10 0/10 0/10 N/A 0/10 0/10 0/10
NOD.CB17-Prkdc®¢/JNarl 3 $R3K %5 A402 F N/A 0/10 0/10 N/A 0/10 0/10 0/10 N/A 0/10 0/10 0/10
NOD.Cg-Prkdcs® [12rgemNar/Narl #ER2% 3 G617 F N/A 0/6 0/6 N/A 0/6 0/6 0/6 N/A 0/6 0/6 0/6
NOD.Cg-Prkdcsd 112rg™Wil/yckNarl = 83K % A408 F N/A 0/10 0/10 N/A 0/10 0/10 0/10 N/A 0/10 0/10 0/10
BALB/cAnN.Cg-Foxn1"™/CrINarl # R A401 F N/A 0/10 0/10 N/A 0/10 0/10 0/10 N/A 0/10 0/10 0/10
BALB/cByJNarl 3 $R3K %5 A403 F 0/64 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6 0/6
C3H/HeNCrNarl 3 2R3k %% A403 F N/A 0/6 0/6 N/A 0/6 0/6 0/6 N/A 0/6 0/6 0/6
C57BL/6-Apoee™Narl/Nar] #302% 25 G616 F N/A 0/0 0/0 N/A 0/0 0/0 0/0 N/A 0/0 0/0 0/0
C57BL/6JNarl A IRE % G615 F N/A 0/12 0/12 N/A 0/12 0/12 0/12 N/A 0/12 0/12 0/12
CBA/CaJNarl 3 283K %% A404 F N/A 0/6 0/6 N/A 0/6 0/6 0/6 N/A 0/6 0/6 0/6
FVB/NJNarl 3 TRk *F A403 F N/A 0/6 0/6 N/A 0/6 0/6 0/6 N/A 0/6 0/6 0/6
BKS.Cg-Dock7™ +/+ Lepr®/JNarl % 203K %5 A404 F N/A 0/8 0/8 N/A 0/8 0/8 0/8 N/A 0/8 0/8 0/8

*STR : Short Tandem Repeat

b o 2 L F ;fé};v*xi; s P A kT TRE  MC At AR o
CD1M1t446 T 1 BLF R SIMitdd6 e 0 H 8 e ik HELE o

L T ;_,t:s]ﬁ'._g B Nl«iﬂ ttgt/m
eN/A T AL S o

AR



f NAR BREBRHRI
wae BIFREEREIPID

s
TR R e )

©

.

o=
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o DIMit446 D8Mit309 DIIMit5 DI12Mitl136 D13Mit78 D14Mitl4 D15Mit226 D18Mit184 D18Mit64 DI19Mitl9 DXMit210
BALB/cByJNarl 159 94 186 229 210 248 186 140 172 116 124
BALB/cJNarl 167 94 186 220 210 248 186 149 172 116 124
C3H/HeNCrNarl N/A 120 186 N/A 226 248 186 N/A 172 116 124
C57BL/6JNarl N/A 120 219 N/A 226 270 122 N/A 152 142 114
C57BL/6-Apoe®™Narl/Narl N/A 120 219 N/A 226 270 122 N/A 152 142 114
CBA/CaJNarl N/A 120 219 N/A 226 270 186 N/A 172 116 124
DBA/2JNarl N/A 94 186 N/A 226 270 186 N/A 152 116 114
FVB/NJNarl N/A 94 186 N/A 210 248 186 N/A 152 116 124
NOD/ShiLtJNarl N/A 94 186 N/A 210 248 122 N/A 152 116 124
B6.V-Lep®?/INarl N/A 120 219 N/A 226 270 122 N/A 152 142 114
B6.BKS(D)-Lepr®/JNarl N/A 120 219 N/A 226 270 122 N/A 152 142 114
BKS.Cg-Dock7™ +/+ Lepr®/JNarl N/A 120 186 N/A 226 270 122 N/A 152 142 114
CAnN.Cg-Foxn1™/CrINarl N/A 94 186 N/A 210 248 186 N/A 172 116 124
C.B17/Icr- Prkdc®/CrINarl N/A 94 186 N/A 210 248 186 N/A 172 116 124
NOD.CB17-Prkdcsc/JNarl N/A 94 186 N/A 210 248 122 N/A 152 116 124
NOD.Cg-Prkdcsc 112rgt™Wil/y ckNarl (ASID) N/A 94 186 N/A 210 248 122 N/A 152 116 124
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